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DNA probing and, 225 
mass inoculation of, 403 
mutants of 
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Cadmium resistance 
in Rhodococcus, 204 
Calcium chelation 
Leishmania \ipophosphoglycan 
and, 78-79 
Calcium homeostasis 
intracellular thiol oxidation 
and, 704 
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HIV-1 infection of, 664-74 
Cephalosporin biosynthetic 
genes, 461-90 
organization and regulation 
of, 483-85 
origin and evolution of, 485— 
89 
Cephalosporin C synthetase, 481 
Cephalosporins 
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B-lactam biosynthetic genes 
of 
transcription of, 483 
isopenicillin N synthase of, 
469-76 
Cephamycins, 242, 464 
biosynthesis of, 481 
precursor of, 478 
Cerami, A., 695-720 
Cerebrospinal fluid 
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hydroxylase component of, 
576 
reductase component of, 287 
terminal oxygenase com- 
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Deoxycorticosterone 
altitude tolerance and, 12 
Descoteaux, A., 65-87 
Desulfovibrio 
subdivision into separate spe- 
cies, 229-30 
Diamidines 
for leishmaniasis, 66 
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three-component 
flavoproteins and, 283-86 
Diplococcin, 148 
Disoxaril 
structure of, 640-41 
Dithiols 
arsenicals and, 698 
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Glutamate synthetase 
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